It is well known that clinical isolates of bacteria of various species are multiple resistant and their resistances are mostly due to the presence of conjugative (R) or non-conjugative(r) drug resistance plasmids (Mitsuhashi 1971; Mitsuhashi et al. 1973) . Therefore, hospital hygiene is now of special importance in practical medicine, because drug-resistance plasmids are widely distributedin clinical isolates and because consequent inheritance of multiple resistance by pathogenic bacteria can severely impede the medical treatment of bacterial infections.
The fetus is known to be bacteria-free and is contaminated with bacteria during birth, resulting in the formation of its own bacterialflora.
Therefore, the examination of drug-resistant bacteria in feces of newborn infants enables us to know the distribution of drug-resistant bacteria in their mothers, physicians and hospital employees. Drug resistance of each strain was determined on agar plates containing serial two-fold dilutions of each drug, and the degree of resistance was expressed as the maximum concen tration of the drug that allowed the samedegree of bacterial growth as that on the control plates without the drug. Semisynthetic medium was used for the assay of resistance to sulfanilamide (SA) and consisted of 1,000 ml ofmedium A (Davis and Mingioli 1950), 2 g of casamino acid (Difco), 10 mg of tryptophan, 20 mg of nicotinic acid, 10 mg of thiamine hydrochloride, 2 g of glucose, and 12.5 g of agar. The criteria for resistance were 25.0 mcg/ml for TC, 25.0 mcg/ml for CM, 12.5 mcg/ml for SAT, 200 mcg/ml for SA, 25.0 mcg/ml for APCand 25.0 mcg/ml for KM.
MATERIALS AND METHODS
As reported previously (Iyobe et al. 1974) , there are two groups of MAC distribution in P. aeruginosa strains, i.e., low and high resistance group. We selected highly resistant strains of P. aeruginosa.. They were resistant per milliliter to more than 200 mcg of TC , 20 0 mcg of CM, 200 mcg of SM, 3200 mcg of SA, 400 mcg of CPC, or 400 mcg of KM. 
RESULTS AND COMMENTS
Among 76 infants examined, we could isolate drug-resistant strains of bacteria from 65 infants (86%). We collected 110 drug-resistant strains of Escherichia coli , Klebsiella pnewnoniae, and P . aeruginosa, and examined thedistribution of conjugative drug resistance (R) plasmids . As shown in Table 1 , we could isolate 53 strains (48%) which carried R plasmids .
Resistance patterns and distribution of R factors from resistant strains are shown in Table 2 . From 65 drug-resistant E . colt strains, we could demonstrate 20 (31%) strains which carried R plasindis; they being 5 R (TC . CM.SM.SA.APC) and The number of resistant colonies which developed on plastes containing drugs ranged from 5 to 36 out of about 107 bacteria inoculated on the plates, and the contaminationrate of drug-resistant bacteria inthe intestinal flora was very low. But the rate will rapidly change by treatment with chemotherapeutic agents due to selective force.It should be noted further that 48 per cent of drug-resistant bacteria carried transmissible drug resistance (R) plasmids withthe same resistance patterns, i.e., (TC.CM.SM.SA) or (TC.CM.SM.SA.APC).
It is known that R plasmids are conjugally transferable among most genera of the Enterobacteriaceae (Mitsuhashi 1971 ), but R plasmids in P. aeruginosa are mostly transferable among the isogenic strains of P. aeruginosa (Iyobe et al. 1974) . From these results, we can conclude that newborn infants were contaminated in the hospital with bacteriaincluding drug-resistant strains, whic carried at a high frequency R plasmids with resistance patterns of (TC.CM.SM.SA) or (TC.CM.SM.SA. APC). It should be noted that P aeruginosa strains carrying R(TC.CM.SM.SA) wer distributed in this hospital, resulting in the contamination into the intestinal flora of newborn infants.
